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Abstract

Salinity stress is one of the abiotic stresses which
threaten plant species. Achieving any progress in
breeding for tolerance to stresses needs existence
of genetic diversity. In this research, reaction of
53 sunflower mutant lines seedlings accompanied
by their parental line was studied in several
salinity levels including 0, 2, 4, 6, 8 ds/m. Also, in
molecular experiment, genetic diversity of mutant
lines was inspected using AFLP markers. Results
revealed significant differences among the studied
lines in each of salinity level based on seedling
characteristics. Two hundreds loci were amplified
using 17 combinations of AFLP primers in the
studied lines. Analysis of population structure
classified studied mutant lines in two subgroups.
Considering association mapping, 43 AFLP
markers had significant relation with seedling
characteristics. Phenotypic variance of the
identified markers varied between 0.13 and 0.42.
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Marker Locus Trait (dS/m) R~ Marker Locus Trait (dS/m)
0.2093 E33M59-2 RFW 0.1364 E33M49-6 DSW
0.1728 E40M59-4 DSW 0.1801 E33M59-1 DSW
0.1637 E33M49-5 PGS 4 0.205 E33M60-9 GR
0.1874 E33M50-11 GR 0.1986 E31M48-4 RL o
0.1874 E37M50-11 GR 0.1986 E33M48-4 RL
0.1539 E33M59-3 SFW 0.2628 E31M50-10 SL
0.1734 E40M50-1 RFW 0.1572 E31M50-13 SL
0.1491 E33M59-3 DRW 0.1527 E33M47-10 SFW
0.1695 E33M47-9 PGS 0.1978 E33M49-5 DRW
0.1524 E33M49-3 PGS 0.2901 E37M50-2 DSW
0.1607 E33M59-1 PGS 0.3395 E40M50-4 DSW
0.1487 E37M50-4 PGS 6 0.1662 E33M59-14 PGS
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0.1602 E33M59-4 RFW 0.1826 E40M50-5 RL
0.2109 E31M48-4 DSW 8 0.1812 E40M50-6 RL
0.1626 E40M59-4 RL
GLM: general linear model; MLM: mixed linear model.
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