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Abstract

As a rule the reference genes used in gene expression
analysis have been selected for their housekeeping
roles, but the variation observed in most of them is a
major obstacle to their effective use. It is widely
supported to identify and validate stable reference
genes, since no single biological gene is stably
expressed between cell types or within cells under
different conditions. In this study, suitability of seven
wheat housekeeping genes for normalization of mRNA
expression in wheat leaves infected by Mycosphaerella
graminicola was investigated. Expression level of
Actin, Rubisco, Glyceraldehyde-3-phosphate
dehydrogenase (GAPDH), Translation Elongation
Factor la (TEF-lo), a-Tubollin, eukaryotic release
factors 1 and 3 (ERF'1 and ERF3) genes were examined
by reverse northern dot blot method. Expression
stabilities of the reference genes were statistically
analyzed by Ecxel and SAS softwares. a-Tubolin, TEF-
la and Actin were the three most stable genes whereas
the expression of Rubisco and GAPDH had the least
stability. The presented comprehensive data on changes
in expression of various wheat housekeeping genes in
wheat- M. graminicola phatosystem facilitate selection
of reference genes for Reverse northern dot blot
method.
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