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Abstract

A core collection consists of a set of accessions
selected to represent the genetic diversity of a base
collection. This strategy was introduced with the
intention of minimizing the cost of genetic resource
conservation, while ensuring maximum genetic
variation. It also allows a rapid evaluation of
germplasm, and a better access to the base collection.In
this study, One hundred and thirty-nine accessions of
almond with diverse origins were used for evaluation of
genetic diversity and core collection establishment
using 32 simple sequence repeat loci and some
quantitative and qualitative traits. A total of 252 alleles
were detected, which average allelic richness was 7.75
alleles per locus. The model-based structure analysis
here revealed the presence of five subpopulations in the
base set, which was approximately consistent with
clustering based on the genetic distance. Using a
heuristic approach, a core set of 112 and 20 accessions
was successfully developed using molecular and
morphological traits respectively which showed 100%
coverage of alleles with minimum redundancy. The
results from molecular analyses did not correspond to
morphological traits, hence to establish of core
collection we have to study both morphological and
molecular markers, simoltanecously. These results will
provide an effective aid for future allele mining,
association genetics, mapping and cloning gene(s),
germplasm conservation, and promotion in breeding
programs at future.
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TGACATGCATGCACTAAACAA
CPPCTO17 TGCAAATGCAATTTCATAAAGG 60
AATTAACTCCAACAGCTCCA
CPPCT006 ATGGTTGCTTAATTCAATGG >9
TAAGAGGATCATTTTTGCCTTG
UDP97-401 CCCTGGAGGACTGAGGGT >3
ACGTGATGAACTGACACCCA
UDP98-405 GAGTCTTTGCTCTGCCATCC >3
AAAGCACAGCCCATAATGC
BPPCTO010 GTACTGTTACTGCTGGGAATGC >7
GAGGAATGTGCCTCTTCTGG
BPPCT024 CTCCCGTACGCGTTTACC 38
- GTCAATGAGTTCAGTGTCTACACTC 5
pehg AATCATAACATCATTCAGCCACTGC
AAGCAAAGTCCATAAAAACGC
BPPCT036 GGACGAAGACGCTCCATT >7
a3 ACGGTATGTCCGTACACTCTCCATG 5
pehg CAACCTGTGATTGCTCCTATTAAAC
29 CCTGAAGAAGGTGGACCAGA "
pehg CCTCCCAATTCAAATTCCCT
Mla CACGAGGCGCCATTTCTACG s
GTACGACGGGTTTTGGCTCA
AAGCAGCAATTGGCAGAATC
UDP98-021 GAATATGAGACGGTCCAGAAGC 38
ACAGGCTTGTTGAGCATGTG
UDP98-408 CCCTCGTGGGAAAATTTGA >3
AGGGAAAGTTTCTGCTGCAC
UDP98-412 GCTGAAGACGACGATGATGA >7
TTTTCTCAGCAGCCAAACAA
UDP98-416 ATGTTTCGTGCTTCTGCTCC >3
ATTCTTCACTACACGTGCACG
UDP96-013 CCCCAGACATACTGTGGCTT >3
TGGTGTGGTGTTTGTTTTGAAG
AMPAI21 ACCAACTCCATCCACATTTCTC 3
CTGGCTTACAACTCGCAAGC
UDP97-403 CGTCGACCAACTGAGACTCA >3
TCGGAACTGGTAGTATGAACAGA
UDP98-406 ATGGGTCGTATGCACAGT 58
CCTTGATGCATAATCAAACAGC
UDP98-024 GGACACACTGGCATGTGAAG 60
BPPCTOI1 TCTGAGGGCTAGAGTGGGC 58
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TGTTTCAGGAGTCGAACAGC

N TCTGAGTTCAGTGGGTAGCA 58

aprigms ACAGAATGTGCGTTGCTTTA
TTGTACACACCCTCAGCCTG

UDP96-008 TGCTGAGGTTCAGGTGAGTG >3
TTGGTCATGAGCTAAGAAAACA

UDP96-019 TAGTGGCACAGAGCAACACC >8
AAAAGGCACGACGTTGAAGA

UDP98-414 TTCAGATTGGGAATTTGCAG >3
TTCTCCCAAAAACCAAAACC

CPPCT024 TCATTGGCTGCTAAGTGTCCT >0
AATTTACCTATCAGCCTCAAA

UDP98-410 TTTATGCAGTTTACAGACCG >8
GATTGAGAGATTGGGCTGC

BPPCTO16 GAGGATTCTCATGATTTGTGC >7
GGGAGGTTACTATGCCATGAAG

UDP98-025 CGCAGACATGTAGTAGGACCTC >7

b2 CGACACTTAGCTAGAAGTTGCCTTA 6

pehgms TCAAGCTCAAGGTACCAGCA
GTAACGCTCGCTACCACAAA

UDP96-005 CACCCAGCTCATACACCTCA >8
AAGCCATCCACTCAGCACTC

UDP98-411 CCAAAAACCAAAACCAAAGG >8
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Character C-Sh.W. C-Nei C-Allele E-Sh.W. E-Nei E-Allele
CPPCTO17 1.73 0.75 8 1.81 0.79 8
CPPCT006 1.08 0.63 5 1.05 0.59 5
UDP97-401 2.55 0.81 15 2.52 0.92 15
DP98-405 0.83 0.57 4 0.79 0.42 4
BPPCTO10 1.66 0.78 8 1.60 0.75 8
BPPCT024 0.63 0.32 8 0.57 0.29 8

pchgms2 1.11 0.72 5 1.10 0.64 5
BPPCTO036 1.31 0.76 5 1.27 0.69 5

pchgms3 1.70 0.82 9 1.61 0.78 9
pchgms29 2.24 0.88 14 2.19 0.88 14

Mla 2.25 0.89 11 2.20 0.88 11
UDP98-021 1.21 0.52 6 1.12 0.64 6
UDP98-408 1.87 0.78 8 1.87 0.83 8
UDP98-412 1.86 0.57 8 1.93 0.83 8
UDP98-416 0.88 0.66 3 0.79 0.55 3

AMPA121 1.87 0.84 10 1.90 0.81 10
UDP97-403 0.27 0.21 2 0.25 0.13 2
UDP98-406 2.17 0.85 15 2.20 0.85 15
UDP98-024 2.22 0.86 13 2.22 0.87 13
BPPCTOI11 2.08 0.83 13 1.97 0.84 13
aprigms18 0.87 0.62 3 0.88 0.51 3
UDP96-008 0.82 0.64 4 0.86 0.46 4
UDP96-019 2.21 0.83 14 2.11 0.83 14
UDP98-414 1.69 0.83 7 1.63 0.79 7
CPPCT024 1.13 0.70 6 1.16 0.58 6
UDP98-410 1.79 0.39 7 1.81 0.83 7
BPPCTO16 0.87 0.62 3 0.88 0.51 3
UDP98-025 0.77 0.63 7 0.81 0.45 7




w e SJslgdyge Slao Jl (B g 0)lamlagyy (sla, Lt 0 oS 5 (ol

pchgms12 2.37 0.89
UDP96-005 0.92 0.63
UDP98-411 1.05 0.68
UDP96-013 0.83 0.52

Mean 1.46 0.69

16 241 0.89 16
4 0.99 0.54 4
4 1.07 0.59 4
3 0.80 0.48 3
7.75 1.45 0.67 7.75
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