Crop Biotech.
Winter (2015) 12: 39-53.

=15 GBLS (5 5glduns j iy = (cols dlzo
(FR=F) WAF s} omd3lg3 o)lacd ool Jlo

(Helianthus annuus L.) QléﬁlﬁT N bWl i) Eolb (v y
TRAP JoCa0 fSOLS 3l ookl b

7 s ofg 7 s © L . Q (o
i Oy el 51=5|J..§|.>J¢ob" Sd 083 J9 ) pms
Olden A8 slex Kiays 5 DL Aol (6555 4 pal 23l )
4S5 S, T oKl (g, 5LES 0uSails (bl ol 5 el 0p S skl Y
35 (B Ol Ol o lin 5 (55,3128 5 el 5 Slidons S0 Kt 5 JoSTse (65 1S5 4t sl 21 Y
YAEN YN iy e 56 =V FILATA 13l s 56

Genetic diversity of sunflower genotypes (Helianthus annuus 1.)
using TRAP markers

Hossein ZeinalzadehTabrizi'", Kamil Haliloglu’, Ahmad Razban Haghighi’
1. Ph.D. of Plant Breeding, Iranian Academic Center For Education, Culture and Research (ACECR), Hamedan, Iran
2. Professor, Department of Field Crops, Faculty of Agriculture, Ataturk University, Erzurum, Turkey
3. Ph.D. of Molecular Biology, East Azarbaijan Agricultural and Natural Recourses Research and Education Center,
Tabriz, Iran
(Received: Nov. 18,2015 - Accepted: Mar. 9, 2016)

Abstract

In order to investigate genetic diversity of sunflower
genotypes, TRAP markers were used with six fixed and
arbitrary primers. Nineteen primer combinations
generated a total of 116 bands in which 109 of them
were polymorphic. Restorer inbred lines with a mean of
22.76 polymorphic bands had the highest polymorphic
loci (84.48 %), and Iranian hybrids with a mean of 2.97
polymorphic bands had the lowest polymorphic loci
(40.52 %). Maximum and minimum genetic distances
were between restorer lines and Iranian hybrids (0.151)
and foreign hybrids and open pollinated cultivars
(0.064), respectively. Maximum genetic similarity was
between restorer and CMS lines (0.066). AMOVA
analysis revealed that 87 % of total variance was within
groups, and 13 % was between groups. Using UPGMA
method of clustering and principal coordinate analysis,
three distinctive groups were identified. Minimum
similarity coefficient (0.472) was observed between
R42 and CMS328 inbred lines. Results showed that
TRAP marker was useful in genetic diversity
estimation of sunflower genotypes. Higher similarity
coefficient (0.755) for the studied genotypes indicated a
narrow genetic base suggesting increasing genetic
diversity of sunflower germplasm and selection of high
diversity of new inbred lines in the future sunflower
breeding programs.
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