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Abstract

Genetic diversity is the best way to use available
genetic potential for breeding programs in barley.
In this study, genetic diversity of 63 Iranian and
non-Iranian genotypes have been described. 29
out of 30 pairs microsatellite markers were
polymorphic. A total of 225 alleles for different
gene loci with an average of 2.7 per locus were
identified. The highest number of alleles for
Bmag0323, Hvm54 and EBmac679 (with 13
alleles) and the lowest number for the HVMO0003
(with two alleles), respectively. The PIC amount
and Shannon index value were variable ranging
from 0.89 (for the EBmac679) to 0.21 (for the
GBM1176) and from [=2.46 (for the Bmag0323)
to [=0.48 (for the GBMI1176), respectively.
Genotype clustering was done using Neighbor-net
and Cluster analysis was performed using
Bayesian methods. The best number of sub-
populations was identified 4 that were seen in
most sub-populations genotypes originating from
Iran. The results of clustering of Neighbor-net
method showed good agreement with the model-
based approach. The results showed that
microsatellite markers well represented different
genotypes of barley diversity. Also according to
the results, native genotypes showed more
diversity.
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WMCIES  TCAATGECCTTGITTCTGACCT 1G (AC)24
GBMI204  TGCATGCTATCGTICCTGIC 16 (GGTM)S
Bmag02ll ACATCATGTCGATCAAAGC 1G 16
EBmIcSOl N GGGACAAAAATGGCTAAG 1G (AC)13
Bmagd7Il  CCACTCCTTCTCATACCTTTA 2G (GAR1
HvmS4 AGTTCCCTGACCCGATGTC 26 (G4,
Bmagd’S  STCCAACTATAGTAGCAAAGCC 2 (AG)14
Bmac0134  CTTCGTTGCTTCICTACCTT 2G (Acps
Bmag022s  CGAGTAGITCCCATGIGAC 3G (AG)26
HVM6? AGCTAGCCGACGACGCAC 3G @11,
HVLTPPB (A CTCACGATTCCTCTCAAAG 3G (AC)10
Bmagh00s  TGCAGTTACTATCGCTGATTTAGC 3G (AG)1T
EBMIcST  CCCTATGTCATGTAGGAGATG 4G (Ac22
EBmacO70l  TEGEACTAAAGCAAAAGAC 4G (AC)23
Bmagh$0S  TCTTTGOATGTGIGTITACTG. 4G (GA)IS
HVMO003 AR CGCAGAGCACCGAAAAAGTC 4G (AT)29.
. CACCCTTATTTATTGCCTTAA 5 (AG)
GBMSOII9 GTGGCTATGATAGGAATAGCCG 5 (can2
Bmag0323  TGACAAACAAATAATCACAGG 5 (124
GBMIIT6  CTCCAACCTCGCAAAGAGTC 5G (AT)S
Bmagd613  TCCATGACTATGAGGAGAAG 6G (GAN7
Bmac0040 AGCCCGATCAGATTTACG TTCTCCCTTTGGTCCTTG  6G (AO)20
BmacO316 RTCACTGCTGTGCCTAGC 6G (A0)19
Bmaghi9  CTATAGCACGCCTTTGAGA 6G (€120
Bmagdl20  GTCACATAGACAGITGTCTTCC 7G (AG)15
GBMI4IY  CPTGAAGTCGGAACCCATGT 7G (CTCAT)S
BmacO167  CCAAAGTTTGAGTGCAGAC 7G (ACR0
Bmac003l  ATACATCCATGTGAGGGC 76 (Acps
GBMI40S  (PCGCTGCTGAGTITGTCTG 3G (caca)s
GBMI4I3  PRGAGAAAACCACACCCACA 3G (TCATA)S
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