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Abstract
Today, Change the color of the flower due to its

commercial importance is one of the goals of the
researchers. Creation of the variation in flower color of
ornamental plants can be highly profitable for the
country and facilitate the way for export to other parts
of the world. In the past, efforts have been do in the
traditional way and genetic engineering for change the
color of the flower, but with slowdown. With the
discovery of Crispr's system, the ability to make
targeted changes at the genome level took less time. In
order to target change by Crispr, the target gene and
area must be identified, that is done by bioinformatic
tools. The desired change through the design of gRNA
is done. In following, the normal protein and mutated
protein were checked for the function. Today, donor
DNA is used to enhance the performance of the Crispr
system. In this system, by homologous recombination
can be enhanced Crisper's performance by replaces a
prevented the creation healthy gene or knocked out and

.of non-specific changes in the genome
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